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SEQUENCE LISTING 



RECEIVED 

M/\Y 2 ?noi___ 

TECH CENTER 160012900 



<110> Thim, Lars 

Norris, Kjeld 
Norris, Fanny 
Bjorn, Soren 
Christensen, Mogens 
Nielsen, Per Franklin 



<120> Human Spasmolytic Polypeptide in 
Glycosylated Form 

<130> 3951.224-US 

<140> US 09/528, 644 
<141> 2000-03-20 

<150> US 09/580, 964 
<151> 2000-05-30 

<150> US 09/027,893 
<151> 1998-02-23 

<150> US 08/491, 979 
<151> 1995-08-02 

<150> PCT/DK94/00037 
<151> 1994-01-20 

<150> 0068/93 
<151> 1993-01-21 

<160> 14 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 106 

<212> PRT 

<213> Homo Sapien 

<400> 1 

Glu Lys Pro Ser Pro Cys Gin Cys Ser Arg Leu Ser Pro His Asn Arg 

1 5 10 . 15 

Thr Asn Cys Gly Phe Pro Gly lie Thr Ser Asp Gin Cys Phe Asp Asn 

20 25 30 

Gly Cys Cys Phe Asp Ser Ser Val Thr Gly Val Pro Trp Cys Phe His 

35 40 45 

Pro Leu Pro Lys Gin Glu Ser Asp Gin Cys Val Met Glu Val Ser Asp 

50 55 60 

Arg Arg Asn Cys Gly Tyr Pro Gly lie Ser Pro Glu Glu Cys Ala Ser 



29 



65 

Arg Lys Cys Cys 

Phe Pro Asn Ser 
100 



70 

Phe Ser Asn Phe 
85 

Val Glu Asp Cys 



75 

He Phe Glu Val 

90 
His Tyr 
105 



80 

Pro Trp Cys Phe 
95 



<210> 2 

<211> 563 

<212> DNA 

<213> Homo Sapien 



<220> 

<221> CDS 

<222> (77) . . . (553) 

<221> sig_peptide 
<222> (77) . . . (235) 

<221> mat__peptide 
<222> (236) . . . (553) 



<400> 2 

gaattccatt caagaatagt tcaaacaaga agattacaaa ctatcaattt catacacaat 
ataaacgacc aaaaga atg aag get gtt ttc ttg gtt ttg tec ttg ate gga 

Met Lys Ala Val Phe Leu Val Leu Ser Leu He Gly 
-50 -45 

ttc tgc tgg gee caa cca gtc act ggc gat gaa tea tet gtt gag att 
Phe Cys Trp Ala Gin Pro Val Thr Gly Asp Glu Ser Ser Val Glu He 
-40 -35 -30 

ccg gaa gag tet ctg ate ate get gaa aac ace act ttg get aae gtc 
Pro Glu Glu Ser Leu He He Ala Glu Asn Thr Thr Leu Ala Asn Val 
-25 -20 -15 -10 

gcc atg get gag aga ttg gag aag aga gag aaa cce tec ccc tgc cag 
Ala Met Ala Glu Arg Leu Glu Lys Arg Glu Lys Pro Ser Pro Cys Gin 
-5 1 5 



60 
112 



160 



208 



256 



tgc tec agg ctg age cce cat aac agg aeg aae tgc ggc ttc cet gga 304 
Cys Ser Arg Leu Ser Pro His Asn Arg Thr Asn Cys Gly Phe Pro Gly 
10 15 20 

ate ace agt gae cag tgt ttt gac aat gga tgc tgt ttc gac tee agt 
He Thr Ser Asp Gin Cys Phe Asp Asn Gly Cys Cys Phe Asp Ser Ser 
25 30 35 

gtc act ggg gtc ccc tgg tgt ttc cae cce etc eca aag caa gag teg 
Val Thr Gly Val Pro Trp Cys Phe His Pro Leu Pro Lys Gin Glu Ser 
40 45 50 55 



352 



400 



gat eag tgc gtc atg 
Asp Gin Cys Val Met 
60 



gag gtc tea gae aga aga aae tgt ggc tae ccg 
Glu Val Ser Asp Arg Arg Asn Cys Gly Tyr Pro 
65 70 



448 



30 



ggc ate age ccc gag gaa tgc gcc tct egg aag tgc tgc ttc tec aac 
Gly He Ser Pro Glu Glu Cys Ala Ser Arg Lys Cys Cys Phe Ser Asn 
75 80 85 



496 



ttc ate ttt gaa gtg oca tgg tgc ttc ttc ccg aac tct gtg gaa gac 
Phe He Phe Glu Val Pro Trp Cys Phe Phe Pro Asn Ser Val Glu Asp 
90 95 100 



544 



tgc cat tac taagtctaga 
Cys His Tyr 
105 



563 



<210> 3 
<211> 159 
<212> PRT 
<213> Homo Sapie 

<220> 

<221> SIGNAL 
<222> (1) . . . (53) 

<400> 3 

Met Lys Ala Val 
-50 

Gin Pro Val Thr 
-35 

Leu He He Ala 
-20 

Arg Leu Glu Lys 
-5 

Ser Pro His Asn 
15 

Gin Cys Phe Asp 
30 

Pro Trp Cys Phe 
45 

Met Glu Val Ser 
60 

Glu Glu Cys Ala 

Val Pro Trp Cys 
95 



Phe Leu Val Leu 

Gly Asp Glu Ser 
-30 

Glu Asn Thr Thr 
-15 

Arg Glu Lys Pro 
1 

Arg Thr Asn Cys 

Asn Gly Cys Cys 
35 

His Pro Leu Pro 
50 

Asp Arg Arg Asn 
65 

Ser Arg Lys Cys 
80 

Phe Phe Pro Asn 



Ser Leu He Gly 
-45 

Ser Val Glu He 

Leu Ala Asn Val 
-10 

Ser Pro Cys <Gln 
5 

Gly Phe Pro Gly 
20 

Phe Asp Ser Ser 

Lys Gin Glu Ser 
55 

Cys Gly Tyr Pro 
70 

Cys Phe Ser Asn 
85 

Ser Val Glu Asp 
100 



Phe Cys Trp Ala 
-40 

Pro Glu Glu Ser 
-25 

Ala Met Ala Glu 

Cys Ser Arg Leu 
10 

He Thr Ser Asp 
25 

Val Thr Gly Val 
40 

Asp Gin Cys Val 

Gly He Ser Pro 
75 

Phe He Phe Glu 
90 

Cys His Tyr 
105 



<210> 4 

<211> 19 

<212> DNA 

<213> Synthetic 

<400> 4 

ggctgagccc ccataacag 



<210> 5 



31 



<211> 17 
<212> DNA 
<213> Synthetic 

<400> 5 

tggaaacacc aggggac 



<210> 6 
<211> 31 
<212> DNA 
<213> Synthetic 

<400> 6 

gagaaaccct ccccctgcca gtgctccagg c 

<210> 7 
<211> 34 
<212> DNA 
<213> Synthetic 

<400> 7 

tcagcctgga gcactggcag ggggagggtt tctc 

<210> 8 
<211> 37 
<212> DNA 
<213> Synthetic 



31 



34 



<400> 8 

gctgagagat tggagaagag agagaaaccc tccccct 

<210> 9 
<211> 17 
<212> DNA 
<213> Synthetic 

<400> 9 

tgcgtcatgg aggtctc 

<210> 10 

<211> 20 

<212> DNA 

<213> Synthetic 

<400> 10 

agcaccatgg cacttcaaag 

<210> 11 
<211> 60 
<212> DNA 
<213> Synthetic 

<400> 11 

gtcccctggt gtttccaccc cctcccaaag caagagtcgg atcagtgcgt catggaggtc 



32 



<210> 12 
<211> 60 
<212> DNA 
<213> Synthetic 



<400> 12 

tgagacctcc atgacgcact gatccgactc ttgctttggg agggggtgga aacaccaggg 60 

<210> 13 
<211> 46 
<212> DNA 
<213> Synthetic 

<400> 13 

catggtgctt cttcccgaac tctgtggaag actgccatta ctaagt 4 6 



<210> 14 
<211> 46 
<212> DNA 
<213> Synthetic 



<400> 14 
ctagacttag 



taatggcagt cttccacaga gttcgggaag aagcac 



46 



